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Human BMX qPCR Primer Pair
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» Human BMX qPCR Primer Pair, EJIABMX qPCR5I¥/%f, F2HTHETSYBR GreenffJqgPCR. One-Step qRT-PCRE(semi-

>

quantitative PCR, A5 [¥ATSERIT. SidqPCREIE. FURAIG WX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH %7 E B PCRE LM & & PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING W&, qPCRE
FAPRR 7T 5 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2RI A2, I B IDNALS & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHER, METRIFEERIE, R4
f, V8RR, S _RETERL LRI, qPCREGEREE; RRF5IN—MBEREESMNE T (Span exon junctions), &G 1%
HFNZDNA (gDNA)MIPIHE[3,4]; ARFINSIWr=RdkEFEE, JLPFES TITE AFV/MEBER; 5190 Tm{EZ60°C, KEZH
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name BMX non-receptor tyrosine kinase
Gene Symbol BMX
Synonyms ETK; PSCTK2; PSCTK3
Organism Human
Gene ID 660
UniProt ID P51813
Main Accession No. NM_203281

Other Accession No.

NM_001320866, NM_001721, NM_203281, NM_203281.1, NM_203281.2, NM_001721.1,
NM_001721.2, NM_001721.3, NM_001721.4, NM_001721.6, BC016652, BC016652.2,
BP236451, BQ226991, NM_001721.7, NM_203281.3

Map Location

Xp22.2

Pathway

Gene Summary

This gene encodes a non-receptor tyrosine kinase belonging to the Tec kinase family.
The protein contains a PH-like domain, which mediates membrane targeting by
binding to phosphatidylinositol 3,4,5-triphosphate (PIP3), and a SH2 domain that binds
to tyrosine-phosphorylated proteins and functions in signal transduction. The protein is
implicated in several signal transduction pathways including the Stat pathway, and
regulates differentiation and tumorigenicity of several types of cancer cells.
Alternatively spliced transcript variants have been found for this gene. [provided by
RefSeq, Mar 2016]

Amplicon Information

Amplicon Length (bp) | 138

NCBI mRNA ID NM_203281.3

NCBI Protein ID NP_975010.1
Ensembl Transcript ID | ENST00000348343.11

Ensembl Gene ID

ENSG00000102010.15




| Ensembl mRNAID | BMX-202
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> PCRYHE VAR AT RE & RIEE R e SRS A7 A 2 A8 i A A = 5=

> BAKRZRGNG W iR SRR G, B BORTERIZL(Melt curve) 734 ABEY 1 SR Rt QR A — Mafgh
2Rl (Rf I AR KR B EEDNA Y TmAE), BRRAE —Risa—0); WSRAE AR LR BN, Zles ki, mIREZ 5|19
CRASARR Y R, FAERKADNAG R, XA I R, IR E A SRR AR (No template control, NTC),
RIS B AR 22 B 25 BRAS DASMNI R SO A 7y, ARFERE S FLAITCRAON BRALIE AR R 2 5, PRI R A S [ —RIR s e
AR SR 1

> BRI - Pisgs, HEEEHPTE 2 qPCR Mix,

> APERT LA ZRIRERIRN, M TIRKSHEGET, NMEAT R, MIFRT EEEEN.

> NTIERZENERE, EFRRRTFE—RETERE,

fERFE:
1. PCRIZMIARILLE :

a.

d.

e.

FFRAT= G, 3000-8000 X g 15354, DAMIFF &IN5 VT80, BEMAA00ul@Baik, Jemtrm FaERRSER, &
JEEONUPREE.OLR, FHEEEREREWRITIRS, H15400u] 2.5uM eachfyPrimer Mix, #B4i/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

. FAE RS PCRIZ B 7 1 45 FIA TR, SYBR Green qPCR Mix i 52 &Rl R IR A1 5 B Tikin E8Uk& W, ME[MAH

BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Bii5%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (P55 %) (D7509).

SE NREZRBIKA LIREPCRR VAR, PAI6FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) 4,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

F1: @ES LR E0.2-0.5uM eachi ]3RS BAFHIRETIRER, AT RIEEMAE0.1-1.0uM eachyEREINTE%ES 19112
i

H2: EHDNABRKEDLII-10ng cDNAKNSERE, RARYFMIERFSHENENERRE LR, maELE, arink
R BB TR MR, DUfE BB 8, RT-PCRIXNSZIMICDNAE R/ BT, HimErREgs
PCRR B AR10%,

H3: 96U IR AR ER 20u], AT DURIESLPRSEI 7R, 2By RekgE/ NN AR R,

H4: EUOEE AR BH M FRA,

B RRIRITIR S B M VortexiRs), FEMELIF, ERARRBETFER, #HEF#HBeyoFuge™ At BMFLARE O
(BEX, 2500rpm) (E6758)HH THLIEE L,

B BIFWPCRI M E B PCRR MR B Tt E BPCRIN L, JFihwE BPCRR M,

2. PCRIRMFEF:
fEReal-time PCR M A TR, JBHBENI5°C 25050, B A GOBAMRIE S i K I FIZE5-107 8, AF2F 2L
ABI QuantStudio™ 6 Flex#é )& & PCRICHH:

oo o

f

FRAE M 95°C 243,

A5t 95°C 158);

1BUK/HE: 60°C 15-30FD;

EBE SRS e, EIL40MEIR;

Wi T (A1) . 95°C 158D, 60°C 159, 95°C 15%);
i DS E B PCRIFRIE TR AT &5 SR

E: DLERBNERIQPCRR M RSE, NHSH, KIRRNAFRER, 5IWFNEARTS R, FRESENR. 517, BEA
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BRI E R EE RN 6, R LEBI OR8N A R . IR NP IRQPCR, G1ERRM =% 7KqPCR
JEI—272°C 308, BEREESED, cKIMIMAIX—HERIL40 MBI,
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QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000X
QHO00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢%
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK qPCR Primer Pair 200/1000¢%
QH00021 Human HMBS qPCR Primer Pair 200/1000¢%
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 gqPCR Primer Pair 200/1000¢%
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QH00053 Human RPL30 gPCR Primer Pair 200/1000¢X
QHO00057 Human RPLPO gPCR Primer Pair 200/1000/5000¢%
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢%
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000/X
QH00081 Human PPIH gPCR Primer Pair 200/1000¢X
QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢%

i:: #E#F#HGAPDH, RPLPO, ACTB. TUBBFIB2M{ENHNZ,
RNA18S51EANZ, NIXBIHRNISLIRACR, ks Wy 2 [5-6].

2. /INEAHNSTIPIN

e S =R RR (23
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000{%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢%
QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QM00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
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QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc gPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%

¥ #HFEFEHGapdh, Rplp0. Actb, TubbfIB2mfEANZS, (HUNRIX =HILEWHELBF K, oL FEHAHprt1sRn18s
TEANZ, NIRBIHER SRR, LiRs Y] X H[5-6].
3. EFDNA (gDNA)5 1Y% (F T gDNAG Fefanil) :

e RS R AR (23
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

{£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix [ 4E#1:

77 RS 7 AR (2B
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bii5 %) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fjii54+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPiE() Mix (2X, High ROX, Fjji5% 1/5/25ml

i
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (fii5 4%!) 100/500¥%
FASA011-1pc BeyoGold™ &R s il 1h/4%
FSF002 POCE B PCRABMRE(ABIS)4L) 20y /e
FSF035-100pcs BeyoGold™ % aE & PCR A B AR (E 5URY) 100}y /63%
FSF039-20pcs BeyoGold™ % e & PCR A AR AR (B, 3k 157 %5) 207 /6%
FSF039-100pcs BeyoGold™ e # PCRAT BB (B, BEC19345) 1007 /E1%E
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 1EHH) 1254/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, -2, JEH) 1258E/&, 108/48
FTUB333 Wt E mPCRA96FLAR (ABIJF 2E) 207 /6%
FTUB384 wHEE B PCRA384FLIR (ABI7324E) 204 /E3E
FTUB335-1box BeyoGold™#e e & PCRAI6FLIR(0.2ml, TotEid, BEHH) 100Y/&
FTUB335-5bxs BeyoGold™# K E & PCRAI6FLAR(0.2ml, ot 1#EHA) 101N/, S& /4
FTUB337-1box BeyoGold™Z i &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8
FTUB337-5bxs BeyoGold™Ze e BPCRAIGFLIR(0.2ml, 4814, #EHH) 101N/&, S&/5
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